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Functional Verification of Drought Resistance Gene HVull H24632.2 of
Highland Barley
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Abstract: This study selected rice as receptor material. Rice was transformed by Agrobacterium EHA 105 infecting callus of rice. Drought were simu-
lated for transgenic rice and non—transgenic rice. Then, POD, SOD and Pro were detected in transgenic and non—transgenic rice leaves under stress
treatment. The content of POD, SOD and Pro was statistically analyzed, The results showed that the contents of POD, SOD and Pro in CK group in-
creased significantly under stress treatment, which showed non—transgenic rice was sensitive to drought stress response. While the contents of POD,
SOD and Pro in transgenic materials increased to a certain extent, but the rise rate was slower, which showed that the transgenic materials was not
sensitive to drought stress response. It shows that transgenic rice has a certain ability of stress resistance.
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