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Ploidy Identification of Germplasm Resources of Tibetan Prunus mira koehne

LI Yuan-rong, LIU Lin, ZHANG Shan-shan, ZENG Xiu-li
(Institute of Vegetables, Tibet Academy of Agriculture & Animal Husbandry Sciences, Tibet Plateau Fruit Tree Scientific Observation Ex-

perimental Station of Ministry of Agriculture, Tibet Lhasa 850032, China)

Abstract : Prunus mira koehne is an ancient peach germplasm resource on the Qinghai-Tibet Plateau. It has excellent characteristics such as
drought tolerance cold tolerance and strong adaptability. In this study, flow cytometry was used to detect the chromosome ploidy of P. mira
koehne population collected in the fruit tree nursery of the Qinghai-Tibet Plateau crop germplasm resources to identify whether the ploidy of
P. mira koehne had been altered. A flow cytometry detection system was established for the germplasm resources of P. mira koehne, using two
dyes, DAPI and PI, to conduct multi-factor level experiments on the tender and old leaves of 87 samples of germplasm resources of P. mira
koehne to optimize the detection system and achieve the effect. The picture was clearer and more stable. The results showed that the flow cy-
tometer used the DAPI dye and P. mira koehne tender leaf system to have the best effect. P. mira koehne samples were all diploid, and no
chromosomal variation was found. The ploidy of the collected germplasm resources of P. mira koehne was relatively stable.
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Fig. 1 The ploidy diagram of the old leaves of Prunus mira(PI dye solution)
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Fig.2  The ploidy diagram of the old leaves of Prunus mira ( DAPI dye solution)
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Fig.3 Ploidy of young leaves of Prunus mira (Pl dye solution)
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Fig.4 Ploidy of young leaves of Prunus mira ( DAPI dye solution)
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Fig.5 The diploid ploidy of known Prunus mira
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Fig. 6 Unknown Prunus mira diploid ploidy diagram
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