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Exploitation and Genetic Diversity Analysis of Tibetan Sour Orange Germplasm
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Abstract ; Sour orange ( Citrus aurantium L. )is widely distributed in the south of China and has a long history of cultivation. It is often used
as a rootstock for sweet orange and Mandarin in production, and it also has great application potential in the exploration and genetic improve-
ment of citrus germplasm resources. This study explored and identified physiological traits and genetic background of a new sour orange re-
source collected from Tibet. We evaluate the traits including fruit weight, fruit diameter and length, pericarp thickness, total soluble solids
and titratable acidity, embryony characteristic. The results showed that the fruit weight of Tibetan sour orange was 40.8 —58.7 g, the fruit
diameter was 47.06 —53. 88 mm, the fruit length was 36.73 —46.04 mm, the monoembryony rate was 75 % , the average total soluble sol-
ids was 13. 88 % , the average titratable acidity was 7.49 % , compared with the other 9 types of sour orange materials, it has the character-
istics of high brix and high titratable acidity. About 18.2G raw bases data were obtained via whole genome resequencing of Tibetan sour or-
ange. After processing, the genetic background analysis was carried out using  Citrus ID’ . The results showed that the genetic background
of Tibetan sour orange was mainly hybrid from orange and pomelo, the proportion was as high as 68.38 % , which can be speculated that the
genetic background of Tibetan sour orange is more homozygous than others. After S-RNase gene PCR amplification of Tibetan sour orange,
only S2 marker showed a band, indicating that it may contain S2 genotype.
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