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Report on Molecular Detection of 215 Wheat Materials to Resist Stripe Rust

WANG Lan,ZHANG Yong-peng, LIANG Yan-hua, YU Ming-zhai
(Agricultural Research Institute, Tibet Academy of Agricultural and Animal Husbandry Sciences, Tibet Lhasa 850032, China)

Abstract; [ Objective] The present paper was conducted to know the distribution of five important ¥r genes among 215 wheat cultivars
(lines) , thus to provide the basis of breeding resistance materials. [ Method ] Molecular markers tightly linked to five resistance Yr genes were
screened. [ Result] Based on the molecular screening, there were 105, 41, 38, 54 and 42 materials positive of linked makers to ¥r5, Y79,
Yr10, Yri8 and Yr26. 37 materials had none of those 5 genes. [ Conclision] The distribution of 5 Y7 genes in the tested materials was deter-
mined. By avoiding single resistance gene, we could reduce the selection pressure of rust bacteria.
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