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Isolation and Identification of Mannheimiahaemolyticaof Sheep in Xigaze

YUAN Zhen-jie ,MA Hong-cai, LabaCidan,ZENG Jiang-yong *
(Institute of Animal Science,Tibet Academy of Agricultural and Animal Husbandry Science, Tibet Lhasa 850009, China)

Abstract; This study was conducted to isolate the pathogen from visceral tissue samples of sheep that it suspected to be infecting Mannheimia-
haemolytica of a farm in Gangba county, Xigaze city, Tibet, and to carry out bacterial morphological identification, animal pathogenicity test
and molecular biological identification. The results showed that the isolated strains were in accordance with the basic characteristics of
Mannheimiahaemolytica. Through bacterial 16srRNA sequencing and result comparison, the isolated bacteria were identified as Mannheimia-
haemolytica. This study provided a scientific basis for the study of the cause of death and the epidemic situation of the local epidemic disease
in the sheep farm.
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