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Study on Sequence Mutations With Mutation of Exon 10
of PMELI17 Gene in Lhasa White Chicken
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Abstract; In order to study the mutation of the 10th exon sequence of dominant white feather PMELL7 gene in Lhasa white chicken, 228
feather of Lhasa white chicken, aged 22 weeks and 5 generations, was selected as the experimental material to analyze the presence of 9 bp
insertion on the 10th exon of PMELI7 gene sequence in the genomic DNA of Lhasa white chicken by PCR-RFLP technique. The results
showed that when there was 9 bp insertion mutation in exon 10 of PMEL17 gene sequence, the amplified target fragment length was 184 and
42 bp, which was a homozygous individual of genotype II and a dominant white feather homozygous individual. The 10th exon of PMEL17
gene sequence had 9 bp insertion mutation, and the amplified target fragment length was 217, 184 and 42 bp. It was a heterozygous individ-
ual of Ii genotype and a dominant white-feather heterozygous individual. There was no 9 bp insertion mutation in exon 10 of PMEL17 gene se-
quence, and the amplified target fragment length was 217 bp, ii genotype and non-dominant white feather individual. This experiment pro-
vides another idea for future breeding of Lhasa white chicken, and provides a theoretical basis for molecular breeding of functional genes of
Lhasa white chicken feather color traits by molecular selection of 9 bp insertion mutation of exon 10 of PMELL7 gene sequence.
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